4 



DNA sequence 489 b.p. acgagaac ttcg ... aacaccccccga linear 

I/l 31/11 

acg aga act ccg aaa era cac c:g aga age ate t"c ate cag tgc cac ttg cgt eta ctt 
^ Met arg ile ser lys pro his ieu arg ser lie ser lie gin cys tyr leu cys leu leu 

f 61/21 91/31 

J cca aac agt cac etc eta act gaa get ggc act cac gtc ttc act ttg ggc cgc etc age 
ieu asn ser his phe leu cnr giu aia gly ile his val phe lie leu gly cys phe ser 
121/41 151/51 

gca ggg ctt cct aaa aca gaa gcc aac egg gtg aac gta ata agt gat ccg aaa aaa act 
ala gly leu pro lys thr giu ala asn crp val asn vai ile ser asp ieu lys lys ile 
181/61 211/71 

gaa gat ctt att caa cct acg cac act gac get act cca cat acg gaa age gat gcc cac 
giu asp leu lie gin ser met his ile asp ala chr leu cyr chr giu ser asp val his 
241/&1 271/91 

ccc aat. xgc aaa gca aca gca acg aag tgc ttc ccc ttg gag cca caa gcc ate cca cct 
prx3:..S5r cys lys vai chr aia net lys cys phe leu leu giu leu gin val ile ser ieu 
301/101 331/111 

gag ccc gga gac gca age ace cac gac aca gca gaa aac ccg acc acc eta gca aac aac 
giu ser gly asp ala ser lie his asp chr val giu asn ieu lie lie ieu ala asn asn 
361/121 391/131 

age ttg cct cct aac ggg aac cca aca gaa ccc gga cgc aaa gaa cgc gag gaa ccg gag 
ser leu ser ser asn giy asn val thr giu ser gly cys iys giu cys giu giu ieu giu 
421/141 451/151 

gaa aaa aat act aaa gaa Ctt ttg gac age ctt gca cat acc gcc gac acg etc acc aac 
giu iys asn lie lys giu phe ieu asp *>er phe val his ile val asp mec pr.e lie asn 

act ccc tga \\) Q 

thr ser OPA (5eQlO>iO:Z^ 



DNA sequence 489 b.p. atgagaact ccg ... aacacctcttga linear 

1/1 31/11 

acg aga ate teg aaa cca cat ttg aqa agt att tec ate cag tgc tac ttg tgt tta ctt 

Met arg ile ser lys pro his leu are ser : le ser :le ain cys tyr leu cy3 leu leu 
61/21 31/31 

eta aac agt eat ttt eta act gaa get ggc att cat gte ttc att ttg ggc cat ttc agt 

leu asn ser his phe leu thr glu aia gly lie his val phe ile leu gly cys phe ser 
121/41 151/51 

gca ggg ctt cct aaa aca gaa gcc aac tgg gtg aac gta ata agt gat ttg aaa aaa att 

aia gly leu pro lys thr glu aia asn trp val asn val ile ser asp leu lys lys ile 
181/61 211/71 

gaa gat ett att caa tec atg cat att gat get act tta tat aeg gaa agt gat gtc cac 

glu asp leu ile gin ser met his ile asp aia thr leu tyr thr glu ser asp val his 
241/81 271/91 

ccc agt tgc aaa gta aca gca atg aag tgc ttt etc ttg gag tta caa gtt att tea ctt 

pro ser cys lys val thr aia met lys cys phe leu leu glu leu gin val ile ser leu 

301/101 331/111 

gag tec gga gat gca agt att cat gat aca gta gaa aac ctg ate acc eta gca aac aac 

glu ser gly asp aia ser ile his asp thr val glu asn leu ile lie leu aia asn asn 
361/121 391/131 

act ttg cct tzz aat egg aat gta aca gaa tct gga tgc aaa gaa tgt gag gaa ctg gag 

ser leu ser ser asn gly asn val chr glu ser gly cys lys glu cys glu glu leu glu 
421/141 451/151 

gaa aaa aat att aaa gaa ttt ttg cag agt ttt gta eat att gtc caa atg ttc ate aac 
glu lys asn ile -lys glu phe leu gin ser phe val his ile val gin met phe ile asn 
431/161 

act tct tga (66Q iD ^4C 3) 
thr ser OFA {StQ ID ^^'4] 
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